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Acellular oxygen carrier

Modified hemoglobin: Colloid osmotic activity; Polyethylene gly-
col: Exclusion volume: Radius of gyration (Vandegriff, K.D. (69)
23)

Acetylcholinesterase
Protein denaturation: Differential scanning calorimetry: Cellulase:
Lentil lectin (Kurganov. B.I. (69) 125)

Aliphatic alcohols
Human serum albumin; Interactions; Enthalpy of immersion: Wa-
ter sorption: Langmuir model (Sirotkin, V.A. (69) 239)

Amines—lasalocid complexes
Biogenic amines: Lasalocid A: Selectivity; Thermodynamic inte-
gration; Free energy differences (Khutorsky, V.E. (69) 161)

Aperiodic oscillation

Coupled autocatalytic reactions; Multicompartmental system;
Multiple periodicity; Asymmetric perturbations; Remote control
mechanism (Dutta, C. (69) 199)

Asymmetric perturbations
Coupled  autocatalytic  reactions; Multicompartmental  system;
Muitiple periodicity; Aperiodic oscillation; Remote control mech-
anism (Dutta, C. (69) 199)

ATP

BSA: Competitive inhibition by nucleotide; Competitive inhibi-
tion by phosphate and pyrophosphate: Cl™-binding; Ultrafiltration
(Takeda. S. (69) 175)

P-type ATPase
Sodium pump: Reaction sequence; Conformational changes; lon
transport; Nonexponential kinetics (Pratap, P.R. (69) 137)

Bending energy
Cro protein; DNA; Elastic entropy; Elastic stiffness; Free energy
change: Operator sequences (Gromiha, M.M. (69) 153)

Biochemical oscillations
Noise: Coexistence of states; Noise-induced transition; Noise-in-
duced new state (Liu, 1. (69) 97)

Biogenic amines

Lasalocid A; Amines—lasalocid complexes: Selectivity; Thermo-
dynamic integration: Free energy differences (Khutorsky, V.E.
(69) 161)

BSA

ATP: Competitive inhibition by nucleotide; Competitive inhibition
by phosphate and pyrophosphate; Cl -binding; Ultrafiltration
(Takeda. S. (69) 175)

Calorimetry
Proteins: Denaturation; Heat capacity: Denaturation increment of
heat capacity: Vitrification (Sochava, LV, (69) 31)

Celiulase
Protein denaturation; Differential scanning calorimetry; Acetyl-
cholinesterase: Lentil lectin (Kurganov, B.I. (69) 125)

Channel conductance
Phospholamban: Transmembrane helix (Sansom. M.S.P. (69) 269)

Cholesterol
Membrane surtaces: Fluorescence spectroscopy: High pressure:
Compressibility (Scarlata, S.F. (69) 9)

Circular dichroism
Molecular modelling; Synthetic peptides: Pore-region: Sodium
channel (Cosette, P. (69) 221)

Zn-a>-glycoprotein: Methanol; Secondary structure: Denaturation;
Dissociation: UV-spectroscopy (Karpenko. V. (69) 209)

Cl1 ~-binding

ATP: BSA: Competitive inhibition by nucleotide; Competitive
inhibition by phosphate and pyrophosphate: Ultrafiltration
(Takeda, S. (69) 175)

Cleavage
Closed-circular: Kinetics; Rate constants: Specificity (Goodisman,
J. (69) 249)

Closed-circular
Cleavage: Kinetics: Rate constants: Specificity (Goodisman, J.
(69) 249)
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Coexistence of states
Noise; Biochemical oscillations; Noise-induced transition; Noise-
induced new state (Liu, J. (69) 97)

Colloid osmotic activity

Modified hemoglobin; Acetlular oxygen carrier; Polyethylene gly-
col; Exclusion volume; Radius of gyration (Vandegriff, K.D. (69)
23)

Competitive inhibition by nucleotide
ATP; BSA; Competitive inhibition by phosphate and pyrophos-
phate; C1™-binding; Ultrafiltration (Takeda, S. (69) 175)

Competitive inhibition by phosphate and pyrophosphate
ATP; BSA; Competitive inhibition by nucleotide; Cl™-binding;
Ultrafiltration (Takeda, S. (69) 175)

Compressibility
Cholesterol; Membrane surfaces; Fluorescence spectroscopy; High
pressure (Scarlata, S.F. (69) 9)

Conformational changes
Sodium pump; P-type ATPase; Reaction sequence; lon transport;
Nonexponential kinetics (Pratap, P.R. (69) 137)

Coupled autocatalytic reactions

Multicompartmental systern; Muitiple periodicity; Aperiodic oscil-
lation; Asymmetric perturbations; Remote control mechanism
(Dutta, C. (69) 199)

Cro protein
Bending energy; DNA; Elastic entropy; Elastic stiffness; Free
energy change; Operator sequences (Gromiha, M.M. (69) 153)

Cross-correlations
Hydrogen bonding; Molecular dynamics; Plastocyanin (Ciocchetti,
A. (69) 185)

Denaturation
Calorimetry; Proteins; Heat capacity; Denaturation increment of
heat capacity; Vitrification (Sochava, L.V. (69) 31)

Zn-a,-glycoprotein; Methanol; Secondary structure; Dissociation;
Circular dichroism; UV-spectroscopy (Karpenko, V. (69) 209)

Denaturational heat capacity
Proteins; Thermodynamics; Structure-based predictions; Hy-
drophobicity (Milardi, D. (69) 43)

Denaturation increment of heat capacity
Calorimetry; Proteins; Denaturation; Heat capacity; Vitrification
(Sochava, LV. (69) 31)

Differential scanning calorimetry
Protein denaturation; Acetylcholinesterase; Cellulase; Lentil lectin
(Kurganov, B.L (69) 125)

Dissociation
Zn-a,-glycoprotein; Methanol; Secondary structure; Denaturation;
Circular dichroism; UV-spectroscopy (Karpenko, V. (69) 209)

Dissociation equilibria
Tryptophan synthase; Sedimentation equilibrium (Darawshe, S.
(69) 53)

DNA
Bending energy; Cro protein; Elastic entropy; Elastic stiffness;
Free energy change; Operator sequences (Gromiha, M.M. (69)
153)

DPH dye
MD simulation; DPPC membrane; Structure; Dynamics
(Lépez Cascales, 1.J. (69) 1)

DPPC membrane
MD simulation; DPH dye; Structure; Dynamics (Lopez Cascales,
JIL(69 1D

Dynamics
MD simulation; DPPC membrane; DPH dye; Structure
(Lépez Cascales, J.J. (69) 1)

Elastic entropy
Bending energy; Cro protein; DNA; Elastic stiffness; Free energy
change; Operator sequences (Gromiha, M.M. (69) 153)

Elastic stiffness
Bending energy; Cro protein; DNA: Elastic entropy; Free energy
change; Operator sequences (Gromiha, M.M. (69) 153)

Enthalpy of immersion
Human serum albumin; Aliphatic alcohols; Interactions, Water
sorption; Langmuir model (Sirotkin, V.A. (69) 239)

Enzyme catalysis

Substrate binding energy: Transition state stabilization; Shifting
specificity model; Enzyme mass; Global conformation (Britt, B.M.
(69) 63)

Enzyme mass
Enzyme catalysis; Substrate binding energy; Transition state stabi-
lization; Shifting specificity model; Global conformation (Britt,
B.M. (69) 63)

Erythrocyte
Mitomycin-C; Temperature; Human; ESR (Korkmaz, 0. (69) 167)

ESR
Mitomycin-C; Temperature; Human: Erythrocyte (Korkmaz, O.
(69) 167)

Exclusion volume
Modified hemoglobin; Acellular oxygen carrier; Colloid osmotic
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activity: Polyethylene glycol: Radius of gyration (Vandegritf,
K.D. (69) 23)

Fluorescence energy transfer
Non-specific binding: Trinitrophenyl: Substrate binding (Hellen.
E.H. (69) 107)

Fluorescence spectroscopy
Cholesterol: Membrane surtaces: High pressure; Compressibility
(Scarlata, S.F. (69) 9)

Free energy change
Bending energy: Cro protein; DNA; Elastic entropy: Elastic stiff-
ness: Operator sequences (Gromiha, M.M. (69) 153)

Free energy differences
Biogenic amines: Lasalocid A: Amines—lasalocid complexes: Se-
lectivity: Thermodynamic integration (Khutorsky, V.E. (69) 161)

Gibbs free energy of adsorption
fon-exchange systems: Stationary phase: Mobile phase (Patrickios.
C.S.(69) 219)

Global conformation

Enzyme catalysis: Substrate binding energy; Transition state stabi-
lization: Shifting specificity model; Enzyme mass (Britt. B.M.
(69) 63)

Heat capacity
Calorimetry; Proteins: Denaturation; Denaturation increment of
heat capacity: Vitrification (Sochava, LV, (69) 31)

High pressure
Cholesterol:  Membrane surfaces: Fluorescence spectroscopy:
Compressibility (Scarlata, S.F. (69) 9)

Human
Mitomycin-C;, Temperature: Erythrocyte: ESR (Korkmaz, O. (69)
167)

Human serum albumin
Aliphatic alcohols; Interactions: Enthalpy of immersion; Water
sorption: Langmuir model (Sirotkin, V.A. (69) 239)

Human serum albumin interactions
Protein dilution effect: Protein concentration effect: Thiouracil;
Propylthiouracil (Ochoa de Aspuru, E. (69) 233)

Hydrogen bonding
Cross-correlations: Molecular dynamics: Plastocyanin (Ciocchetti,
A. (69) 185)

Hydrophobicity
Proteins; Thermodynamics: Structure-based predictions; Denatura-
tional heat capacity (Milardi, D. (69) 43)

Interactions
Human serum albumin; Aliphatic alcohols: Enthalpy of immer-
sion: Water sorption; Langmuir model (Sirotkin, V.A. (69) 239)

Ion-exchange systems
Gibbs free energy of adsorption: Stationary phase: Mobile phase
(Patrickios. C.S. {69) 219)

Ion transport
Sodium pump: P-type ATPase: Reaction sequence: Conforma-
tional changes: Nonexponential kinetics (Pratap. P.R. (69) 137)

Kinetics
Closed-circular; Cleavage: Rate constants: Specificity (Goodis-
man. 1. (69} 249)

Langmuir model
Human serum albumin; Aliphatic alcohols: Interactions; Enthalpy
of immersion: Water sorption (Sirotkin. V.A. (69) 239)

Lasalocid A

Biogenic amines: Amines—lasalocid complexes: Selectivity; Ther-
modynamic integration: Free encrgy differences (KHutorsky. V.E.
(69) 161)

Lentil lectin
Protein denaturation: Differential scanning calorimetry: Acetyl-
cholinesterase; Cellulase (Kurganov, B.1. (69) 125}

MD simulation
DPPC membrane: DPH dye: Structure: Dynamies (Ldpez Cas-
cales. J.J. (69) 1)

Membrane surfaces
Cholesterol; Fluorescence spectroscopy: High pressure: Compress-
ibility (Scarlata. S.F. (69) 9)

Methanol

Zn-w,-glycoprotein: Secondary structure: Denaturation: Dissocia-
tion: Circular dichroism; UV-spectroscopy (Karpanko. V. (69)
209)

Mitomycin-C
Temperature: Human: Erythrocyte: ESR (Korkmaz. O. (69) 167)

Mobile phase
Gibbs free energy of adsorption; lon-exchange systems: Stationary
phase (Patrickios. C.S. (69) 219)

Modified hemoglobin

Acellular oxygen carrier; Colloid osmotic activity; Polyethylenc
glycol: Exclusion volume: Radius of gyration (Vandegriff, K.D.
(69) 23)

Molecular dynamics
Cross-correlations: Hydrogen bonding: Plastocyanin (Ciocchetti.
A {69) 185)
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Molecular modelling
Circular dichroism; Synthetic peptides; Pore-region; Sodium chan-
nel (Cosette, P. (69) 221)

Multicompartmental system

Coupled autocatalytic reactions; Multiple periodicity, Aperiodic
oscillation; Asymmetric perturbations; Remote control mechanism
(Dutta, C. (69) 199)

Multiple periodicity

Coupled autocatalytic reactions; Multicompartmental system;
Aperiodic oscillation; Asymmetric perturbations; Remote control
mechanism (Dutta, C. (69) 199)

Noise
Coexistence of states; Biochemical oscillations; Noise-induced
transition; Noise-induced new state (Liu, J. (69) 97)

Noise-induced new state
Noise; Coexistence of states; Biochemical oscillations; Noise-in-
duced transition (Liu, J. (69) 97)

Noise-induced transition
Noise; Coexistence of states; Biochemical oscillations: Noise-in-
duced new state (Liu, J. (69) 97)

Nonexponential kinetics
Sodium pump; P-type ATPase; Reaction sequence; Conforma-
tional changes; Ion transport (Pratap, P.R. (69) 137)

Non-specific binding
Fluorescence energy transfer; Trinitrophenyl; Substrate binding
(Hellen. E.H. (69) 107)

Operator sequences
Bending energy; Cro protein; DNA; Elastic entropy; Elastic stiff-
ness; Free energy change (Gromiha, M.M. (69) 153)

Phospholamban
Transmembrane helix: Channel conductance (Sansom, M.S.P. (69)
269)

Plastocyanin
Cross-correlations;  Hydrogen bonding; Molecular dynamics
(Ciocchetti, A. (69) 185)

Polyethylene glycol

Modified hemoglobin; Acellular oxygen carrier; Colloid osmotic
activity; Exclusion volume; Radius of gyration (Vandegriff, K.D.
(69) 23)

Pore-region
Circular dichroism; Molecular modelling; Synthetic peptides;
Sodium channel (Cosette, P. (69) 221)

Propylthiouracil
Protein dilution effect; Protein concentration effect; Human serum
albumin interactions; Thiouracil (Ochoa de Aspuru, E. (69) 233)

Protein concentration effect
Protein dilution effect; Human serum albumin interactions;
Thiouracil; Propylthiouracil {Ochoa de Aspuru, E. (69) 233)

Protein denaturation
Differential scanning calorimetry; Acetylcholinesterase; Cellulase;
Lentil lectin (Kurganov, B.1. (69) 125)

Protein dilution effect
Protein concentration effect; Human serum albumin interactions;
Thiouracil; Propylthiouracil (Ochoa de Aspuru, E. (69) 233)

Proteins
Calorimetry; Denaturation: Heat capacity: Denaturation increment
of heat capacity; Vitrification (Sochava, L.V. (69) 31)

Thermodynamics; Structure-based predictions; Denaturational heat
capacity; Hydrophobicity (Milardi, D. (69) 43)

Radius of gyration

Modified hemoglobin; Acellular oxygen carrier; Colloid osmotic
activity; Polyethylene glycol; Exclusion volume (Vandegriff, K.D.
(69) 23)

Rate constants
Closed-circular; Cleavage: Kinetics: Specificity (Goodisman, J.
(69) 249)

Reaction sequence
Sodium pump; P-type ATPase; Conformational changes; Ion
transport; Nonexponential Kinetics (Pratap, P.R. (69) 137)

Remote control mechanism

Coupled autocatalytic reactions; Multicompartmental system;
Multiple periodicity; Aperiodic oscillation; Asymmetric perturba-
tions (Dutta, C. (69) 199)

Secondary structure
Zn-a,-glycoprotein; Methanol; Denaturation; Dissociation; Circu-
lar dichroism; UV-spectroscopy (Karpenko, V. (69) 209)

Sedimentation equilibrium
Tryptophan synthase; Dissociation equilibria (Darawshe, S. (69)
53)

Selectivity

Biogenic amines; Lasalocid A; Amines—lasalocid complexes;
Thermodynamic integration; Free energy differences (Khutorsky,
V.E. (69) 161)

Shifting specificity model
Enzyme catalysis; Substrate binding energy; Transition state stabi-
lization; Enzyme mass; Global conformation (Britt, B.M. (69) 63)
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Sodium channel
Circular dichroism; Molecular modelling; Synthetic peptides:
Pore-region (Cosette, P. (69) 221)

Sodium pump
P-type ATPase; Reaction sequence; Conformational changes; lon
transport; Nonexponential kinetics (Pratap, P.R. (69) 137)

Specificity
Closed-circular; Cleavage: Kinetics; Rate constants (Goodisman.
1. (69) 249)

Stationary phase
Gibbs free energy of adsorption; Ion-exchange systems: Mobile
phase (Patrickios. C.S. (69) 219)

Structure
MD simulation; DPPC membrane; DPH dye; Dynamics
(Lopez Cascales, J.J. (69) 1)

Structure-based predictions
Proteins; Thermodynamics: Denaturational heat capacity; Hy-
drophobicity (Milardi. D. (69) 43)

Substrate binding
Non-specific binding; Fluorescence energy transfer; Trinitro-
phenyl (Hellen, E.H. (69) 107)

Substrate binding energy

Enzyme catalysis; Transition state stabilization; Shifting speci-
ficity model; Enzyme mass: Global conformation (Britt, B.M. (69)
63)

Synthetic peptides
Circular dichroism; Molecular modelling; Pore-region; Sodium
channel (Cosette. P. (69) 221)

Temperature
Mitomycin-C: Human: Erythrocyte; ESR (Korkmaz, O. (69) 167)

Thermodynamic integration
Biogenic amines; Lasalocid A: Amines—lasalocid complexes; Se-
lectivity: Free energy differences (Khutorsky, V.E. (69) 161)

Thermodynamics
Proteins; Structure-based predictions: Denaturational heat capac-
ity: Hydrophobicity (Milardi. D. {69) 43)

Thiouracil

Protein dilution effect; Protein concentration effect: Human serum
albumin interactions: Propylthiouracil (Ochoa de Aspuru, E. (69}
233)

Transition state stabilization
Enzyme catalysis: Substrate binding energy: Shifting specificity
model; Enzyme mass: Global conformation (Britt. B.M. (69) 63)

Transmembrane helix
Phospholamban: Channel conductance (Sansom. M.S.P. (69) 269)

Trinitrophenyl
Non-specific binding: Fluorescence cnergy transfer: Substrate
binding (Hellen. E.H. (69) 107)

Tryptophan synthase
Dissociation equilibria; Sedimentation equilibrium (Darawshe, S.
(69) 53)

Ultrafiltration

ATP: BSA: Competitive inhibition by nucleotide: Competitive
inhibition by phosphate and pyrophosphate: C17-binding (Takeda.
S A69) 175)

UV-spectroscopy
Zn-a,-glycoprotein; Methanol; Secondary structure: Denaturation:
Dissociation: Circular dichroism (Karpenko. V. (69) 209)

Vitrification
Calorimetry; Proteins: Denaturation: Heat capacity: Denaturation
increment of heat capacity (Sochava, LV, (69) 31)

Water sorption
Human serum albumin: Aliphatic alcohols: Interactions: Enthalpy
of immersion: Langmuir model (Sirotkin, V.A. (69) 239)

Zn-a,-glycoprotein
Methanol; Secondary structure: Denaturation; Dissociation: Circu-
lar dichroism: U'V-spectroscopy (Karpenko. V. (69} 209)



